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Aquaculture production in Portugal (DGPA, 2008)



high annual fluctuation in the availability of 
natural seed

high mortalities of juvenile and adults often 
associated with parasitic diseases

the expansion of the culture of the manila 
clam Ruditapes philippinarum. 
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Some problems that affect the production 
of R. decussatus:
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Main objective: provide essential information about the genetic 

resources of R. decussatus in the North Atlantic and Mediterranean 

Sea 

The expected results of this project are to:

(1) develop microsatellite and SNP markers for R. decussatus;

(2) determine the genetic diversity and structure of R. decussatus

populations in North Atlantic and Mediterranean Sea;

(3) document the geographic distribution of different genealogical 

lineages of R. decussatus; 

(4) analyze the reproductive success of R. decussatus in different 

locations and settlement periods. 
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Examples of applications to R. decussatus aquaculture:

Traceability (e.g. catch fraudulent labeling of clams)

Certification (e.g. Ria Formosa “ameijoa-boa” DOP)

Genetic structure (e.g. more than one species, strains/lines?)

Genetic characterization of broodstock (e.g. identification and 
genetic variability)

Parental assignments and reproductive contribution

Marker-assisted selectionLinkage maps quantitative trait loci

(e.g. selection of disease resistant lines)



Genetic variation of the carpet shell-clam Ruditapes decussatus - GENECLAM

Norway

UK

France
Arcachon
Etang de Thau

Spain
Galicia

Ebro

Portugal

Ria de Aveiro

Mira
Ria Formosa

Açores

Italy

Tunisia

Turkey

Work going on - sampling

Sites sampled
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Work going on – Sampling on Ria Formosa

Tavira

Olhão
Faro



Genetic variation of the carpet shell-clam Ruditapes decussatus - GENECLAM

Optimization of DNA extraction methods

Development and testing of molecular markers (cross-species of 
amplification of microsatellites, EPIC-PCR markers, EST derived 
microsatellites, mtDNA sequencing)

Collection of R. decussatus post-larvae (monthly)

Work going on
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Thank you for your the attention!

R. decussatus from Aveiro Lagoon


